PARIS: a proteomic analysis and resources indexation system.
We developed a system for managing data from two-dimensional electrophoresis-based proteomic experiments. Named PARIS, the system stores gel image and information about experiments and analysis procedures, allows the user to search and navigate in genomic and proteomic data, supports visual verification and validation of the analysis results, and provides tools for cross multi-experiment and multi-experimenter data validation and exploration. The software is freely available from http://www.inra.fr/bia/J/imaste/Projets/PARIS/index.html